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The Effect of the Cooling Blood to Remove Blood Stasis Formula on
Regulation of the Cell Apoptosis Gene Expression of FHF Rats

BI Lei, CHEN Weiping , LI Wei-na, ZHAO Feng-ming, YUAN Dong-ping, ZENG Li
( Nanjing Unwersity  TCM, Narjing 210046, China)

[ Abstract] Objective: To study the effect of the cooling blood to remove blood stasis formula on gene expression
profiles of cell apoptosis in FHF rats by gene chip technology, and discuss the molecular mechanism of the formula in
counteracting FHF ( fulminant hepatic failure) . Method: Reproduce FHF rats models by D-GaIN 500 mLekg ' and LPS
4.8 Hgekg ' through intraperitoneal injection. Detect the differential expression between model group and drug treatment
group by apoptosis gene chip (Oligo Apoptosis Microarray, Super Array Company) . Result: There were 37 dowrrregulated
genes and 10 uprregulated genes in the model group compared with the normal group; there were 16 downrregulated
genes, among which there are 13 apoptosis-induced genes, and 12 up-regulated genes in the medicine group compared
with the model group. Conclusion: The formula can inhibit hepatocyte apoptosis by regulating apoptosis-related genes
through downrregulating apoptosis-induced gene and slightly up-regulating apoptosis-inhibited genes.
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Table 1 Quality detection of RNA

. RNA )%
FF b 0D260 0D280  OD260/0D280 1
Heeul™ )
IEHH 0. 996 0. 492 2.03 3. 986
RIT A 0. 849 0.412 2.06 3.395
T2 0.776 0.373 2.08 3. 106
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Table 2 2 times up-regulated genes in the rats of the

treatment group than in the modle group

BN AR 67 ARV 697 AU B A b

GeneBank Symbol

BQ202444 Bagl 5.9996E- 4 2.0247E- 3 3.3747E+ 0
NM_ 016993 Bel2 2.0624E- 4 3.1392E- 3 1.5222E+ 1
NM_ 031535 Bel2ll 4. 1247E- 4 2.5820E- 3 6.2597E+ 0
XM_ 226742 Birclb 2.2498E- 4 3.3807E- 3 1. 5026E+ 1
NM_ 022231 Bired4 1. 4249E- 3 4. 0494E- 3 2.8419E+ 0
XM_ 344419 Blk 6. 3746E- 4 3. 1764E- 3 4.9829E+ 0
XM_ 217191 Bnip2 1. 8749E- 3 5. 8326E- 3 3. 1110E+ 0
NM_ 022260 Casp7 1.3124E- 4 3.2692E- 3 2.4910E+ 1
NM_ 053401 Nefrapl 1.4512E- 1 3.3391E- 1 2.3010E+ 0
NM- 017141 Polb 4. 4328E- 2 1. 6474E- 1 3. 6750E+ 0
XM_ 342992 Tp73 2.4373E- 4 9.2691E- 3 3. 8030E+ 1
NM_ 181084 Trp33inpl  5.9246E- 3 1. 3987E- 2 2. 3609E+ 0
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Table 3 2 times dowir regulated genes in the rats of the
treatment group than in the modle group

GeneBank  Symbol  BERIAIbRHERS VRYTALPSHEA I6Y7 Alby BRI bR

NM_ 023979 Apafl 3. 4M41E- 2 1. 0829E- 2 3. 1443E- 1
NM_ 021752 Api2 1. 4287E- 2 3. 3807E- 3 2.3664E- 1
NM_ 057130 Bid3 8. 0057E- 3 3. 9565E- 3 4. 921E- 1
NM_ 023987  Birc3 4. 0160E- 2 1. 3783E- 2 3.4320E- 1
XM_ 226804  Card6 2. 8067E- 2 4. 3280E- 3 1. 5420E- 1
NM_ 130422 Caspl2 5.5702E- 2 1.5752E- 2 2.8279E- 1
XM_ 225138 Dapkl 2.2498E- 3 4.4581E- 4 1. 9815E- 1
NM_ 145788 Tank 2.7692E- 2 8.4332E- 3 3. (45E- 1
NM_ 181086 Tnfisfl2a 1.9311E- 3 3.5293E- 4 1. 8276E- 1
NM_ 139194 Tnfisf6 5.2684E- 3 2. 0990E- 3 3.9842E- 1
XM_ 236794  Tnfsf14 3.8435E- 3 1. 1517E- 3 2. 964k~ 1
XM 231032 Traf2 6.3933E- 3 2.5634E- 3 4. 0095E- 1
XM_ 343113 Traf3 6. 8620E- 3 2.3776E- 3 3.4649E- 1
XM_ 220640  Traf4 1. 4568E- 2 1. 7275E- 3 1. 1858E- 1
XM_ 345981 Traip 5. 3246E- 3 1. 3374E- 3 2.5118E- 1
XM_ 223012 Trp53bp2 4. 4622E- 3 1. 9690E- 3 4. 4126E- 1
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